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1 <110> Keith G. Weinstock et al . 

2 <120> NUCLEIC ACID AND AMINO ACID SEQUENCES RELATING TO ENTEROBACTER 

3 CLOACAE FOR DIAGNOSTICS AND THERAPEUTICS 
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DATE: 02/15/2000 
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Input Set: I252691A.RAW 
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PAGE: 3 . RAW SEQUENCE LISTING DATE: 02/15/2000 

PATENT APPLICATION US/09/252 , 691A TIME: 12:44:31 

Input Set: I252691A.RAW 
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W--> 0^ 90 Gin Arg Thr Gly lie Met lie Phe Thr Ser Arg Ala Xaa 

B — > 91 325 330 J J) J oh 
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94 <212> PRT 

95 <213> Enterobacter cloacae 
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97 Leu lie Asp Gin Pro Val Lys Val Thr Thr Glu Pro Asp Gly Ser 

98 1 5 10 15 

99 Trp Val Glu Val His Glu Pro Leu Ser Arg Asn Arg Ala Glu Phe 

100 20 25 30 
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120 Ala Ala Asp Leu Thr Ala lie Ser Gly Gin Lys Pro Leu lie Thr 

121 65 70 75 80 

122 Ala Arg Lys Ser Val Ala Gly Phe Lys lie Arg Gin Gly Tyr Pro 
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126 Arg Leu lie Thr lie Ala Val Pro Arg lie Arg Asp Phe Arg Gly 
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132 Arg Gly Leu Asp lie Thr lie Thr Thr Thr Gly Lys Ser Asp Glu 
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134 Gly Arg Ala Leu Leu Ala Ala Phe Glu Phe Pro Val Pro Gin Val 

135 180 185 190 

136 Val Arg Phe Thr Glu Met 
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PATENT APPLICATION US/09/252 , 691A . TIME: 12:44:31 

/ Lp Input Set: 12 52 6 9 1A. RAW 
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168 Leu Pro Lys Ser Phe Thr Leu x^r\ a I 4" 
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Please AFote? \ <211> 419 . ^ ■— , ^yiAMf^L^ 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the J 

Sequence Listing to ensure that a corresponding explanation is presented in the <220> to t (H^^ c^e^H f 
<223> fields of each sequence which presents at least one n or Xaa. 



